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1 Sequence Data

% n is number of seqs and m is length of sequence

MolData
MolData(n,m)

MolData(type,n,m)

% sequence on a single line
MolSegData(type, 0, m)
MolSeqData(type,n, m)
MolSeqLine(type, m)
MolSeqLineData(type,0)
MolSeqLineData(type, m)

Mol Symbol(type)

Mol Acceptable(dna)

Mol Acceptable(protein)

MolIgnore

% interleaved representation
MolInter Data(type,n, m)

MolInter FirstLines(type,n,m)
MolInter FirstLine(type, n,m)
MolCountData(type, m)
MolCountData(type, m)
MolInterFirstLinesRest(type,0,m)
MolInterFirstLinesRest(type,n,m)
MolInter RemainingLines(type,n,0)
MolInter RemainingLines(type, n,m)
MolInterGroup(type,n, m)
MolInter FirstGroup(type, m)
MolInter RestGroup(type,0,m)
MolInterRestGroup(type,n,m)
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Integer Integer MolData(R1,Rs)
MolData(dna,n, m)

Mol Data(protein,n, m)
MolSeqData(type,n, m)

MolInter Data(type,n, m)

€
{n > 0} MolSeqLine(type, m) newline MolSeqData(type
Namel0 MolSeqLineData(type, m)

newline

{m > 0} MolSymbol(type) MolSeqLineData(type,m — 1)
MolIgnore M olAcceptable(type)
A|B|C|D|G|H|K|M|N|O|R|S|T|U|V|W|X
A|B|C|D|E|F|GH|T|J|K|LIM|N|O|P|Q]
€ | space MolIgnore | Digit Mollgnore

MolInter FirstLines(type,n,m) Mollnter RemainingLin
MolInter FirstLine(type,n,m) MolInterFirstLinesRest
Namel0 MolCountData(type, m) {R =Ry}

{m >0} e{R =0}

{m > 0} MolSymbol(type) MolCountData(type, m — 1) {
€

{n >0} Namel0 MolSeqLineData(type, m) MolInterFi
€

{m > 0} MolInterGroup(type,n,m) Mollnter Remaining
MolInter FirstGroup(type, m) newline MolInter RestGre
MolCountData(type, m){R = Ry}

€

MolSeqData(type, m) newline MolInter RestGroup(type,



2 Input Trees

TreeFile
Trees

Trees(type)
Tree(simplebinary)
Tree(simpletern)
Tree(distancebinary)

Tree(disttern)

— N

Integer newline Trees

Trees(simplebinary)

Trees(distancebinary)

Trees(simpletern)

Trees(disttern)

€

Tree(type) newline Trees(type)

Namel0

( Tree(simplebinary) , Tree(simplebinary) )
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mel0
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( Tree(simpletern) , Tree(simpletern) , Tree(simpletern) )
NamelQ : Real Number

( Tree(distancebinary) , Tree(distancebinary) ) : Real Number
NamelQ : Real Number

( Tree(disttern) , Tree(disttern) , Tree(disttern) ) : Real Numb

3 Quantitative Characters

QData
Alleles(n)

Alleles_all(0)
Alleles_all(n)
Alleles_noall(0)
Alleles_noall(n)
QM atriz(0,m)
QMatriz(n,m)
QM atriz(0,m, k)
QMatriz(n,m, k)
QLine(0)
QLine(m)

)

L

Integer Integer newline QMatriz {Ri,Ro)}
Integer Integer newline Alleles(Rs) newline QMatriz(Ry, Ry, R3)
Alleles_all(n)

Alleles_noall(n)

e{R =0}

Integer Alleles_all(n — 1) {R =Ry + Ry}

eR =0}

Integer Alleles_noall(n —1) {R =Ro + Ry — 1}

€

Namel0 QLine(m) newline QMatrixz(n —1,m)
€

NamelO QLine(k) newline QMatriz(n — 1,m, k)
€

Real Number QLine(m — 1)



4 Distance

Distance

SimpleMatriz(0)
Simple M atriz(n)

M Line(0)

M Line(n)
LowDiagMatriz(0,m)
LowDiagMatriz(n,m)
LD Line(m)
LDLLineData(0)

LDLLineData(m)

el T R S A A A

Integer SimpleMatriz(R;)

Integer LowDiagMatriz(Ry,0)

€

NamelO M Line(n) newline SimpleMatrixz(n — 1)
€

Real Number M Line(n — 1)

€

LDLine(m) newline LowDiagMatriz(n —1,m+ 1)
Namel0 LD LineData(m)

Real Number

€

Real Number LDLLineData(m — 1)



